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Genes Regulating the ABORTED MICROSPORES (AMS)-Mediated Male Sterility Networks in Melon (Cucumis melo L.)

Supplementary Table 1s. Phylogenetic analysis of Pectin methylesterase inhibitor gene family gene list

No Name Uniprot ID Amino Acid Sequence

1 CmPMEI1 A0A1S3AXX1
MAKSLSLLLLLLSILTISASAFNGGASNFIKSKCSAATYPDLCVQSLSSFASTIQRNPRQLVQTALAVSLSRAQST
RSFVWKLTKFSGLKPRERAALKDCMEEVGDTVDRLNKSVEELKRVSGSKKKDFLWHISNVETWVSAAMTDE
NTCSDGFAGSALNGRIKSSVRGRIVDVTRVISNALSLINKYAETQS

2 CmPMEI2 A0A5A7T9V3
MANLKISLPLLITLIALHNAATTGSPSTSFIESSCKVTRYPALCVQSLSTYANTIRQSGRQLARTALSVSLSKALLA
AAFVAKLGKGGGMKGLEYQAVKDCIENMGDSVDRLSQSVKELGDLRRTAGRDFLWHMNNVQTWVSAALT
DETTCLDGFAGRRLDGQTKAGIRRRITLVAQITSNALALVNRFADENH

3 CmPMEI3 A0A5A7TTZ6
MKPQRPLILSLLFAATLFHLRPVFANEDTRNSSNATANCIEFIRTSCGITLYPDVCYTSLSRYANDIQQDPASLTRI
AITISLANSRRMAAYVSNLSHAGDYGADRRAASALHDCFTNFDDAVDEIRGSLKQMRQINDVDAPSFRFQMSN
VQTWMSAALTDQETCTDGFEDVADGPMKEDVCAKAEKVKKHTSNALALVNSFVEKRIP

4 CmPMEI4 A0A5A7UKZ9
MTVLSLLLLLLLSLSLSAAHGGGGAVSQDLIRSSCLQARYPTLCIRTLSSYAGSVKTPRDLAQVTISVSLSLAQN
LSEYLSDSLRKASRQQRAAVDDCVDQIGDSVEELSNTLGVLRHLPCGDDRRKFRLEMGNAKTWVSAALTNEE
TCLDGFKEVDGEVKLDVKRRIVKVAKVTSNALFMINRLDSGNSTGKEDVGRGGDNDK

5 CmPMEI5 A0A5D3D1R1
MMRPPSTRASIAALLALISILPWLTHSAKTSYVQEACRVTLHQDLCIQSLSPFSSTAKRSPTKWARAGVSVTITE
AKKVAALLGRLKNNKRMKGRNRAAVLDCVEVFDAAIDELHRSLGVLRRLSRRNFDSQMGDLTTWVSAALTD
EDTCVEGFEGERGKVVSLLRNRVVKVGYITSNALALVNKLATSGFETALNM

6 CmPMEI6 A0A5D3DJE3
MESQILKSSLTLFFFFIILTTFTPSAVASSSSTVRPVKPHIRKACKPTPYPRLCETALSLYASQTKRNQQELCRAAM
VSSLKAAQNATSIISKLSRRKMSAYETEVIGDCIDDLKDSVDELRRASTAIKSLSRSKDVDFQLNSIKTWTSAAL
TDIITCTDGLSGGSGWKVNKKVKKEVKNCSINVVRQISNALSLINNFNYK

7 CmPMEI7 A0A5A7T3U1

MDQINALKGYGKLTHHNLDLEHQIPPPPSKPNSKFPNNHNYSLPLRFAAAISALLLTALIISLIVGVYTHNSTPDN
KSSSNNAAHTISIICNVTRYPNSCFTSISSLNSSPQPDPELILNLSLQVSLNELSNISRWVKTLGAEGDGGAAAALK
DCQSQIEDAISQVNESVAEMRGGSGEMTLTESKIGNIQTWMSSAMTNEESCLDGVEEMDSTSFEEVKRRMKKS
IEYVSNSLAIVANIHVILDKFNMPLH

8 CmPMEI8 A0A5A7UBK3
MKSIAIAVAFLVISLCQFQILAQTPQTPTTSGGNDLITKTCSSTPHVEMCKTILQSSPNSKGADLYGLAQIVMNIA
ASNVSNIYESINQLQNGTTVDSFLDSCLTDCLESYQDAIDQIEDSVTALEFKAYNDVNTWVSAAMSDAATCDM
GFKEKKQGYQSPIAQMTTVFDQICKIILAINKLLSQGNSN

9 CmPMEI9 A0A5A7TAE5
MENPIAKSILFLLCVPTLIQLANGLDIVQHYCKLAAKTDPYVDYKLCVQTLKANPNSEDADFKDLVMISINQAK
ANATEIRSEISELMKRTSEKWGKYSLNCLKSCLELYSEAVSDLKKALRGLKMEDYETAKTAVSAAMDAPVSCE
DGYKEKDGEVSPLSETNDGFFQLVAISLAFINMC

10 CmPMEI10 A0A5D3E196
MKFFSAILLVLCLCMAAQRLDAASQANKEGIEKIEKMCAQTNYKDLCVTSLTSDPNSFPADKMGLALVALRLA
SSNASDISESIKVMLNETSQNEPAVQQGLFDCLDEYLDASQQLDDSIAAIIAKAYGDVEKWVHAAVADVRTCE
NSFPTKPSVLTPRNEEFIKLCDIALSISRIAEEN

11 CmPMEI11 A0A5D3DQ82
MGMKNFSISLIFFAIPLIFFHKNGVSLASADQTLIQKTCTNTLYYKLCMSSLKSDPSSLTADTKGLAIIMASIGAA
NATATSTYLSSQLPTSSSAATNANNNKTKLLRQCSEKYAFAAEALRESLKDLADETYDYAYMHVSAAADYAN
VCRDAFKGFPAVSYPAKLGRREEGLKRICRVVLGILDLLGW

12 CmPMEI12 A0A5A7TAH1
MKPKFSLSPFMTTPLPCLLLFIMIFNISTTIVVADLVQKTCKKCETDDPNVNYNFCISSFRAHSGSDSTDLRKLGA
ISLSLIQKNLSSSLEYVEKLLQNKEIDSYRRVRLNDCLDVYSDAIVNVEEGKKAYKEKHYDDANIKVSSVMDA
ARVCEDGFREKEGVSSPLTKWNKDLFQLAAIALSIVNMYP

13 CmPMEI13 A0A5A7TEK0
MSSLSHSILIPCLFLFMLIFSNFPITQSSNNNNNTSSLIYKTCKASSEQDPNISFDFCITSLKPAATKHRHGDTSLRR
LGLMTIYLIRHNMSSTRHHIKKLQRKKGPGDPFVKLCLTDCLELYSDAIPMVKQARKDYKAGRYADANSKISS
VMDDCSTCEEGFEEKEGVVSPLTNRNHNAFELSAIALSIINML

14 CmPMEI14 A0A5A7TCY0
MAIPHYFSVFILSIFFFSNFLIIQSSKTIKTADLIYKTCKKISREDPNISFNFCLTSLKLATNHSRCTDVRHLGLLSIG
LLYRNVTSTCHHITKLVKNKKLDPFVKSCLDDCLELYSDAIPTVKQAMKDYKSKRYDDVNVAIGSVMDAATT
CEDGFKERKGVASPLKKRDENAFELGAIVLSIMSLVR

15 CmPMEI15 A0A5A7U1K7
MSFTYTHRYIALAFSFVVLLNFEPISANDIVSRTCETSAARDPNVRLDFCLRSLAAAPGSDTADLYELGAISIRLI
GRNATSTQRYIERLLKNEKKKSSSDSYIRPRLSDCEELYSDAVETVGEAAAEYGRKRYDEVNVKLSSVMDAVT
TCEDGFKEMESRVSPLTKRNGDVFELAAIALCILDLRP

16 CmPMEI16 A0A5A7SYM0
MGENHLVSFSMVFLFAAVFIGQAHGSSLCDKAAFPALCRSTLKGASDPTSALKNAIKHLIFETRRAKVSSLRIGS
LKSLVVCKQNFDDAIDDLETSLAYMQKKDIASLKINLSAAMTDYSTCDDAVIESGEQKKASRVLNTDNLLEQL
AANCLYLASLLK

17 CmPMEI17 A0A5D3CVX8
MAKKQSVSFSPVFLVVATAVVVLFAGQAQGVDICAQAEYVPLCRSVVKGASDPTVAIKTAIQHLSFETKRAKT
ASSILGNKQAIDACTQNYDSALDNLQKSLEYLQIKDLPSLRVMLSGALSFYVSCTDAVAEVSTFGVVKMAKNV
EKTDTALQHLAGNCLHIASLLK

18 CmPMEI18 A0A5A7V7V7
MGKNKEIKMVYNSCLFIVSLIGVLLFTINVASSTDVVSTICPKTSNPQFCSSVLKSAGTTDLKGLAVYTLNLAHT
NARKSLTLANSLAKTTTNPQLKQRYSSCVESYDEAVGDIENVQKDLALGDFNGVNIVTSGAMTEIDDCQDKFA
QPPKDTSLLLKNGKTLNDICSIILVISNLL

19 CmPMEI19 A0A5A7VHV0
MANNSCLIIVSLVGVLLFTIISNVASSNDVVSTICPKTSNPSFCSSVLKSAGTTDLKGLAVYTLNLAHTNAHKSLT
LAKLLATTTTNPQLKQRYSSCAESYDETVGDIENAQKDLALGDFNAVNIVTSGAMTEIDDCQDKFAQPPKDTS
LLLKNGKTLNDIYNIILVISNLL

20 AtPMEI 1 Q9LVA4
MAKQYLFVLLSISYLLSLELTAATAASQTGASKKAINFIQSSCKTTTYPALCVHSLSVYANDIQTSPKRLAETAI
AVTLSRAQSTKLFVSRLTRMKGLKKREVEAIKDCVEEMNDTVDRLTKSVQELKLCGSAKDQDQFAYHMSNA
QTWTSAALTDENTCSDGFSGRVMDGRIKNSVRARIMNVGHETSNALSLINAFAKTY

21 AtPMEI 2 Q9STY5
MAKQIFYTLFLFLLSTAILTASSSAPRAAITSKRAINFIQASCKATTYPTVCVNSLTGYANSIQTSPRRLAETALNV
TVTQAQSTKVFVWRLGRFTSLKKREIQAVKDCIEEIHDAVDRLTMSIHEVKMCGSAKGRDQFWFHMSNAQTW
TSAALTNANTCSDGFAGRVMDGRVKNSVRARILNLGRGTSNALALINAFAKKY

22 AtPMEI 3 Q9SB37
MARNFELSLILFVLYLSTAAIVMARNLEEESSGDTEFIKASCETTSYPDRCFQSLSSYASEIKKQPRKLAETALAV
SIARAKSAKTYVSEMTDYKGITKRQHEAVADCLEEMGDTVDRLSNSLKELKHLEEGDSGEDFWFCLSNVRTW
TSAALTDETACMDGFGGKAMAGELKSLIRTHIVSVAEETSNALALINDFASKH

23 AtPMEI 4 Q9STH2
MEPKLTHLCYCLLLFLPLLCQSTIAKPSSSPNPSSSINFIVSSCRVTRYQTLCVKCLAAFADKIRRNENQLAQTAL
AVTLVRVQSTTIYVGKLTKARRIKRREYLAVKDCVENLGDGLEMLAQSMRELKQVGRSGRDRDEFLWRLSNV
ETWVSAALTDETTCLDGFDGKVMDGVVKSAIRRRVVHVARVTSNALALVNRFAARHKS
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No Name Uniprot ID Amino Acid Sequence

24 AtPMEI 5 Q9LVA3
MGESFRLFNHHHFLTTFLIIIAMLKLVHTTTTTTTTTTTNTEFVKSSCTFTTYPRLCFSSLSTHASLIQTSPKLMAH
AALNITLASAKVTSAMMVRLSNSRLKPKEVSAMRDCVEELGDTLEELRKSIGEMCQLSGSNYEVYISDIQTWV
SAALTDVNTCTDGFEGEDMDGKVKVLVRGRILVIAHLTSNALALINHFASIHG

25 AtPMEI 6 Q84WE4
MAPTQNLFLVAIAFAVIFTASTVHGRHNGAEDIVHSSCEHASYPSLCVRTLSSYSGPTITNRRDLAQAAIKISLSH
AQSAAKKLAVVRDSVGKKKQEKAALVDCVEMIGDSVDELSRTLGVLKHLRVSGGSAKEFRWQMSNAQTWA
SAALTDDDTCLDGFQGMDDGEIKTEVKQWMTKVARVTSNALYMVNQLDETRGKPHDVHL

26 AtPMEI 7 F4HXW0

MLTRNKEEINRVKNLKLKMGRQLYTTTVLYLVTLLFICRTISAVRFPPEQPTTDDLDFIRTSCNTTLYPDVCYTS
LAGYASAVQDNPARLAKLAIGVSLSRAKYTAAYLSKLSRRAASAAVHDCVSNVGDAVDQMRGSLRQLREMN
HRRPGDPAFRFQMSNVQTWMSAALTDEETCTDGVTEEMEDGETKTAICDRVADVKRFTSNALALVNTYANN
GA

27 AtPMEI 8 Q9SI74

MNILSQTQILHLSIAILLFITTSSSSLSPSSSSPSLSPSPPSSSPSSAPPSSLSPSSPPPLSLSPSSPPPPPPSSSPLSSLSPSL
SPSPPSSSPSSAPPSSLSPSSPPPLSLSPSSPPPPPPSSSPLSSLSPSSSSSTYSNQTNLDYIKTSCNITLYKTICYNSLSP
YASTIRSNPQKLAVIALNLTLSSAKSASKFVKNISHGGGLTRLEVVAVADCVEEIGDSVTSLQDSIRELDSINYK
DSAKFEMVMSDVETWVSAALTNDDTCMDGFSLVKTAVKDLVRRHVVEVARLTSNALALINMYASTQENFS

28 AtPMEI 9 Q9ZNU5

MVTVSQSHTTTFLFFTTFLLIFGSISAVRLLPRPNTTTTNDLDFIRTSCNATLYPDVCFTSLSGYASAVQDSPARL
AKLAIGVSLSQAKSTAAFLSKLSRSAAKYSGDGHQTASAVIRDCVSNVEDAVDEMRGSLRQLRDMNGRGGGT
AARRSVETFRFQMSNVQTWMSAALTDEDTCTDGFEDMDEGGLIKTTVCDRLEEVKRLTSNALALVNTYANN
GAP

29 AtPMEI 10 Q9SB38
MLRFVVLSLTLMVFINSSNFPKTAATPPGTYQNHTTYVKTACNSTTYPTMCYNCLSSYSSTIKSDPIKLCTTSLN
LNVKSAKNATLVVSNLLQKAKAAKSHEVSILKDCVDEMKDTIDELKQAVAEMKYVRGGGKTTEEHLKNVKT
WVSSALTDEGTCTDGFEEGRVNVETKKKVKKAISELSKTTSNTLALLTHYLSY

30 AtPMEI 11 O81309
MAANNKLFFVLLSLFPLIIFSATATSSKDYDTKAYVHSWCRTTLYPKLCVRSMSRYVRSRAVQNPRDLARFAL
KASLYRAKYTKAFLLKEVKNLETTLRPQYYASVHDCLDQIRDSVNQLSLAIAELDRVSRRQGKSQGDLHWHIN
NLQTWTSTALTDAETCVSQFPGRRMSKLKATIKGKVKNVEETTSNALAFIEHYAAARYRARRP

31 AtPMEI 12 Q9FHN2
MSQVLYSLTIVFVFFASTNIQKTSGSASSYSQNHKTFVKTACNSTTYPDKCYKSLSSYSSNIKSDPIKLCTTALNL
NVKSAKEATSVVSKLLKMSQKSTAGRKGKMLPEALILKDCLEEMKDTIIELKQAITEMKNLQDGGSMAEHITN
VRTWVSSALTDEGTCTDGFEEVKVNKETKKKVNKVVEELATTTSNTLALITNLRY

32 AtPMEI 13 Q1PFE5
MVTMMRPTLLILLFSTFLPQILTVDPPLLPSNGSDFIRLACNTTLYPDLCFSTLSSFANSIQNDSNRLARVAISLTL
HNTLHLLSYLQNAYNRDHPTPVLRDCFENLKDAVDGMRGSMKQMKELVSASGSIESFRFQMSNVKTWLSAA
LTDEYTCTDGFKDVHEDDSIKDDVCSRVDDVKKLTSNALALVNRYADESIIN

33 AtPMEI 14 O49297
MKLSLHQPLLFFFLASVLPLILTVHSQSDDSDFIRTSCNTTLYPDLCFSSLSSFSSSVHNDPALLARAAISVTLTKT
LDLASYLANITTLQPESNEDGAHHPTAAAVFHDCFDNLKDAVEEMKGSMKQMRELVSTGSLESFRFQMSNVQ
TWLSAALTDEETCTDGFKDIHDEPRKDDICARVDDVKKMTSNALALVNRCVDKAIH

34 AtPMEI 15 Q9LZI3
MKTPMSSSITFALVFFLLSLNPTSSLPSKRESYVQNACSVTRYQDLCAKTLLPFASVAKNSPSKWARAGVSVAIT
DNKDVLRHLLKTRLSTIGKRDRIALSDCRELLQDSLDSLHKSLAVLRTLRASEFQQQMSDLATWLSSSLTDKDT
CLDGFEKTSTRSSSTVRMIRKRVTTSMYLSSNSLALLNKLAANGL

35 AtPMEI 16 Q9LVA5
MAKQYQALFLLFSVFYLFSSVLTTATVNPAGTTTKALNFIQSSCKSTTYQSLCVETLSVYANTIKTSPRHLLDAA
ITVSLNQALSTKLFISHLRKSQFQILQDCAPSTDTFSTDCECSVQALQEVVNCNSWTDCLFHVKNAEVCAISGES
HSVENTCSSPFADPGKISARGRISDAVRKSLHTRFSKLRQEINNAKMLFEAFPNKH

36 AtPMEI 17 O22244
MTSSSSSPITFTLLLLLSLLVALNPNPSLASTGSNINTNDIVTQYSTYVRNACNVTRYNRLCVRTLWPFAIVARN
NTSKWARASVAVTITDTKRVLRLLLKTQRSAVGESERIALSDCRELFVDSLDNLYKSLAVLRTLNADEFQRQIS
DLATWLSAALTDDDTCLDGFEETSSRTRTVRMVRRKATKCMRLCSNALALLKKLAFDGL

37 AtPMEI 18 Q9FFW0
MKLSQVFYIIFLFFLVSQVKSTSDMIDQTCKSCAAKSTIFDYNFCVSSLNNSPIALPSPTNLSSLALVPMLQALDN
ATATASTIQQLLISDDDGSFRSACLRDCLELYEDATDRLEEAVRVFITRKELGTVNVMVSAAMESAVTCENGFR
ERDDGDGGGGGVTTWTSPIGDENHKLFEFGQIALCIFNMLSSSVTSLSF

38 AtPMEI 19 Q9FJR7
MKFLLYLVTFFVLSNGLANGQTLIRNSCKKATATSPKFKYNLCVTSLETNPQAKTAKDLAGLVMASTKNAVT
KATTLKGTVDKIIKGKKVNKMTAMPLRDCLQLYTDAIGSLNEALAGVKSRNYPTVKTVLSAAMDTPSTCETG
FKERKAPSPVTKENDNLYQMILIPLAFTNMLK

39 AtPMEI 20 Q9SAC5
MAGRDTFQLRFAAVAASAAVLIFLMAGQVAESRMINICSHTAYPSLCRPLVKRVTSPRKATHRTIQALEAKTK
LALAETARFKNGNQAVSTCYETLGDAVYNLASARKSIRKRDVPAMNTYLTAAVSDYGACVDGFIETQQVNAI
QNAVVDLRKISSNCLALSTLIR

40 AtPMEI 21 F4JHA1
MKMAGRIFLLFLSVYVTVAIADKAFCVASLTSRPEAATATAPKLGVIALSIASSNASDTSFYIKAKLKQKNLEPA
LEDTLDDCSKNYLDAVAQLDDSLAALMQNSFIDVDIWLNTAISDGEACENALNDRAGNDAELARRNTNLLKL
CKDALLINTILTP

41 AtPMEI 22 Q9LNF2
MAANLRNNAFLSSLMFLLLIGSSYAITSSEMSTICDKTLNPSFCLKFLNTKFASPNLQALAKTTLDSTQARATQT
LKKLQSIIDGGVDPRSKLAYRSCVDEYESAIGNLEEAFEHLASGDGMGMNMKVSAALDGADTCLDDVKRLRS
VDSSVVNNSKTIKNLCGIALVISNMLPRN

42 AtPMEI 23 F4I1W9
MKQSAGVLFLCIVLISFVTGNANSGMISDLCKHSDDPNLCLSSITSRPESGEFAGTSNQIEIIAISAASANASATSS
YIKQKLSNEDLEPAIEDTLEDCQKDYQDAVEQLDDSISAMLADAHTDVDVWLSAAISAIESCGSALGSRAGND
AELSQRNEVFLKLCKNALMINKMLT

43 CsPMEI 1 A0A0A0L8D7
MAKSLSLLLLLLSILTISASAFNGGASSFIKSKCSAATYPDLCVQSLSSFSSTIQRNPRQLVQTALAVSLSHAQSTR
SFVWKLTKFSGLKPRERAALKDCMEEVGDTVDRLNKSVEELKRVSGSKKKDFQWHISNVETWVSAAMTDEN
TCSDGFAGSALNGRIKSSVRGRIVDVTRVISNALSLINKYAENQS

44 CsPMEI 2 A0A0A0KR60
LHNAATTGSAATSFIESSCKVTRYPALCVQSLSTYANVIRQSGRQLARTALSVSLSKARLASAFVAKLGKGGG
MKGLEYQAVKDCIENMGDTVDRLSQSVKELGDLRQTAGRDFLWHMNNVQTWVSAALTDETTCLDGFAGRR
LDGQIKAEIRRRITLVAQITSNALALVNRFADENH

45 CsPMEI 3 A0A0A0LB27
TEFIRSSCSSTTYPRLCFSSLSVHANAIQTSPRLLATAALSVSLSSVKSTATQILKLSHSHGLPSRDVSALNDCLEE
LSDSVDSLAASISEMPKLRGTNFDLAMSNVQTWVSAALTDETTCSEGFQGKTVNGGVKAEVRTKIVNIAQLTS
NALSLINRIADLH

46 CsPMEI 4 A0A0A0L8D1
MGISNSKKSLILFQLILQLTLIHSAITPQSSTEFIKSSCSSTTYPRLCFSSLSVHANAIQTSPRLLATAALSVSLSSVK
STATQILKLSHSHGLPSRDVSALDDCLEELSDSVDSLAASISEMPKLRGTNFDLAMSNVQTWVSAALTDETTCS
EGFQGKTVNGGVKGVVRTKIVNIAQLTSNALSLINQIGDLH
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47 CsPMEI 5 A0A0A0KP63
MENPLPTLLPLLLLLLIISDQTQILSVAASTLPRKSSAGIRTNTEYVRTSCSTTSYPRLCYNSLSVYAGKIKTNPKT
LALAALHVNLAAARSSAASMRRLAKTRGLRRRDASAISDCVEEVGDSVFELQRAIRELGRPRGYDFMGLISDIE
TWVSSALTDEETCMEGFGGRRVNGVSVKAKVRRHIVRVAHLTSNSLALINSYASSAAVEEGVLP

48 CsPMEI 6 A0A0A0KPD9
MKPQRPLILSLLFAATLFYLRPVSADEDTPNSPNATANCMEFIRTSCGITLYPDVCYTSLSRYANDIQQDPASLT
RIAITISLANSRRMAAYVSNLSHVGDNGADRRAASALHDCFTNFDDAVDEIRGSLKQMRQINDVDAPSFRFQM
SNVQTWMSAALTDQETCTDGFEDVADGPMKEDVCAKAEKVKKHTSNALALVNSFVEKKIP

49 CsPMEI 7 A0A0A0LWR8
AISQDLIHSSCLQASYPTLCIRTLSSYAGAVKTPRDLAQATISVSLSLAQNLSEYLSDSLRQASRQQRAAVDDCV
DQIGDSVEELSNTLGVLRHLPCGDDRRKFRLEMGNAKTWVSAALTNEETCLDGFKEVDGEVKLDVKRRILKV
AKVTSNALFMINRLDVTNGGGFTAVE

50 CsPMEI 8 A0A0A0L1P3
MKSSYFPLPVKAILLILLINQSNIIANSQPINDTQFIKTTCQSTPYPDLCLSSLSDSAATIHSSCHLMTVAALTVALT
HTRSTSSAIESLAKSSNALTPRDSYVIRDCIEEFGDSVEELKMAVEELKDNNKSRSETEDIRTWVSAALTDDDTC
MDGLVGDAMNGNVKESIKEMVVNVAQLTSIALSLVSLLK

51 CsPMEI 9 A0A0A0KAX0
MLRAPSRRASIIALLALISILPWLTHSAKTSYVQEACRVTRHQDLCIQSLSPFSSAAKRSPTKWARAGVSVTITEA
KKVAGLLGRLKNNKRMKGRNRAAVLDCVEVFEAAIDELHRSLGVLRRLSRRNFDAQMGDLTTWVSAALTDE
DTCVEGFEGEEGKVVTLLRNRVVKVGYITSNALALVNKLAASSFETTINM

52 CsPMEI 10 A0A0A0L671
MESQILKSSLTLLIFFFIILTTFTPSAVSSSSSTVRPVQPHIRKACKPTPYPRLCETALSLYASQTKRNQQELCRAA
MVSSLKAAQNATSIISKLSRRKMSAYEAEVIGDCIDNLKDSVDELRRASTAIKSLSRSKDVDFQLNSIKTWTSAA
QTDVITCTDGLSGGSGWKVSKMLKKEVKNCSINVVRQISNALFLINNFNYK

53 CsPMEI 11 A0A0A0LVF4
LIVGVYIHNSTPDNKSSSNNAAHTISIVCNVTRYPNSCFTSIFSLNSSPQPDPELILNLSLQVSLNELSNMSRWLKS
VGGEGDGGAAAALKDCQSQIEDAISQVNDSVAEMRGGSGEKTLTESKIGNIQTWMSSAMTNEESCLEGVEEM
DATSFEEVKRRMKKSIEYVSNSLAIVANIHVILDKFNMPLH

54 CsPMEI 12 A0A0A0M1H8
MKSIAIAVAFLVVSLCQFQILAQTPQTPTTSGGNDLISKTCSSTSYSEMCKTILQSSPNSKGADLYGLAQIVMNV
AADNVSSIYENINQLQNGTSVDSFLDSCLTDCLESFQDAIDQIEDSVTALEFKAYNDVKTWISAAMSDVATCDS
GFKEKQGYQSPIAQMTSVFDQICSIILSINQLLSQGNTN

55 CsPMEI 13 A0A0A0KAX0 DSWGIDEQQADEKEKQGSPSCVKVFEATIDELHRSYGVLRRLSRRNFDAQMGDLTTWVNTALTNEDTCIEGFE
GERGKVVNLLPLVLKLR

56 CsPMEI 14 A0A0A0LHE9
YGLDIVQHSCKLAAKTDPYVDYKLCVQTLKASPNSKDAEFKDLVVISINQSKANATEIGSEISELMKRRSEKWG
QYSLNCLKSCLELYSEAVSDLEKALKGLKMEDYETAKTGVSAAMDAPVSCEDGYKEKDGEVSPLSEINDGFF
QLVAISLAFINMC

57 CsPMEI 15 A0A0A0KY96
ILLVLCLCMAPQRLDAAGAAQEEGLGMIQKMCAQTNYKDLCITSLTSDPNSFPADKMGLALVALRLASSNASD
ISESIKVMLNETSQNNEPTVQQALFDCLDEYLEASQQLDDSIAAIIAKAYGDVQEWVRVAVTNVRTCESSFPTK
PSVLTPRNEEFIKLCDIALSITKIAETN

58 CsPMEI 16 A0A0A0KJ03
MGMKNFSISLIFFAIPLIFFHKNNGVSLASADQTLIQKTCTNTLYYKLCMSSLKSDPASLTADTKGLAVIMASIG
AANATATASYLSSQLPTSSSGAGANNNKTKLLRQCSEKYAFAAEALRESLKDLGDETFDYAYMHVSAAADYA
NVCRDAFKGFPAVSYPTKLGRREEGLKRICRVVLGILDLLGW

59 CsPMEI 17 A0A0A0K9X7
MKPKFSPFMTTPLPSLLLFIIIFNISTTFVVADLVQKACKKCEIDDPNINYNFCTSSFRAHSGSDSTDLRKLGAISLS
LIQRNLSSSFEYVEKLLQNKEIDSYKRVRLNDCLDVYSDAIVTVEEGKKAYKEKHYDDANIKVSAVMDSARVC
EDGFREKEGVSSPLTKWNKDMFQLAAIALSIINMHP

60 CsPMEI 18 A0A0A0LUJ3
MMIMISTSFLFSFTIVFILIFSSFSQTYSNPHNIIQETCKKSAASTPNLTYKFCVTSLESDTRSRYANLHKLGLISMD
LLRHNVTSTRREIKKLLRNKKMEEFIKGCLKDCVELYSDAVPTLKEAKREYKNRNYKDANIKVSSIMEAPTTCE
NGFKEKEGIISPLTKNNSDVFQLAALTLSIINMNLHDIQ

61 CsPMEI 19 A0A0A0KBR8
MFFSNFPITQSSNNNNTSSLIYKTCKASSEQDPNISFNFCVTSLKPAATKHRHGDTSLRRLGLITIYLIRHNMSNT
RHHIKKYLHKNKGPRDPFVKLCLTDCLELYSDAIPTVKQARKDYKAGRYADANLKISSVMDDCSTCEEGFKEK
DGVISPLTNRNHNAFELSAIALSIINMLC

62 CsPMEI 20 A0A0A0K951
DLIYKTCKKISREDPNVSFNFCLASLKLATNHSRCTDVRHLGLFSIGFLCRNVTSTYHHITKLVRNKKLDPFVKL
CLDDCLELYTDAIPTVKQAMKDYKSKRYDDANVAISSVMDAATTCEDGFKERKGVASPLKKRDGDAFELGAI
ALSIMSLLG

63 CsPMEI 21 A0A0A0L7T4
MSITYMHRFIALALSFFVLFNLRSISANDTLSRACELSAASDPNVRLDFCLQSLAAAPGSDTADLYELGALSIKLI
AWNATSTRRYIERLLKNEKKSPDPYVRPRLSDCEELYIDAIKAVGDAAFEYGRNRYEEVNVKLSSVMDAVTTC
EDGFKEMEGRVSPLTKRNGDVFELTAIALSILNLRP

64 CsPMEI 22 A0A0A0KQ52
MGEKHLVSFSMVFLLVAVFISQAQGSALCDEAAFPALCRSTVKGASDPTSALKITIEHLIFETKRAKDSSLKIGSL
KSLGVCKQNFDDAVDDLQSSLAYMQKKDIPSLKINLSAALTFYSTCDDAVVESGDQKKASTVLSNDLLLQHLA
ANCLHLSTLLK

65 CsPMEI 23 A0A0A0KQ68
MAKKQLVSFSPVFLVVAAAAAVVVLFAGQAQGVDICVHSEYIPLCRSVVKGASDPTAAIKTAIGHLLFETKRA
KTSSVVLGNEQAISACNQNYDLALDNLQKSLEYLQSKDLASLRVMLSGALSSYVSCTDAVAEVSSFGVVKMA
KNVEQTDTTLQHLAGNCLHIASLLK

66 CsPMEI 24 A0A0A0KCV8 MANNSCLIIISLVGVLSFTIISNVASSNDVVSTICPKTSNPQFCSSVLKSAGTTNLKGLAVYTLNLARTNAEKSLT
LANSLAKTATNPQLKQRYSSCAESYDEAIGDIENAQKDLALGDFTGVNIVTSGAMTNIGDCQD

67 CsPMEI 25 A0A0A0KEW6
VVPSRATTTPSNDVASSICPKTRNPPFCVDVLKSAGSTDLKVLATYTLNLANENALKSTNLAKSLAAMTTNPPL
KNQYLSCYESYEEATSDIENAKSNLASGDFNGVNIATSGVMTSVSDCLDSFKQLRIDPSLLKDGKTLNDVCSIIL
VISNLLP

68 CsPMEI 26 A0A0A0KHY0
TGSPNVLTTTICPKTRNSTFCKTVLKPVGKSDAALLKVANYTLTFAHTTTVEGLHHAQRLATEATDPLLKQRYS
ECSRRFDFVTKGLEEAIEALAKGGYIPLSHATGAAVVEADRCVNMFKKPPPEPSKLPEKAKNIGDICDIAVSVSN
ILTEDY

69 CsPMEI 27 A0A0A0KCV8 VTSSNNVVSTICLKTSNSPFCLSLLKSACTTNLKGLIVYTLNLAHTNARNTFTLANSLAKKTTIIPQLKQLYSSCV
ESYDEDFARGDFNGVNIVTSGDMTNIDEYQDKFAQPSKDTSLLLKNDKTLKNICTIILVISTPL

70 CsPMEI 28 A0A0A0LK13
MNCCLNLTSFIPALLLAAFSLTVFPSHGIPHENLVTICSKTSNPSLCEKILNNDSRTVSANLPKLSLICSNLAKKQA
DQNLDTFYKLSKNESDPEEKKSFEHCVKYYHEIQSNIQKAYQFSQQKIFRENVMNKLMILCCDISISVNQCAAA
NGHHSVNV




